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ABSTRACT: The mechanism of polyethylenimine−DNA and poly(L-lysine)−DNA
complex formation at pH 5.2 and 7.4 was studied by a time-resolved spectroscopic
method. The formation of a polyplex core was observed to be complete at approximately
N/P = 2, at which point nearly all DNA phosphate groups were bound by polymer amine
groups. The data were analyzed further both by an independent binding model and by a
cooperative model for multivalent ligand binding to multisubunit substrate. At pH 5.2, the
polyplex formation was cooperative at all N/P ratios, whereas for pH 7.4 at N/P < 0.6 the
polyplex formation followed independent binding changing to cooperative binding at
higher N/Ps.

■ INTRODUCTION

The development of safe and effective nonviral vectors for gene
medicines (DNA, siRNA, miRNA) is an important biomedical
challenge.1 Viral vectors are more effective than nonviral
systems, but the latter have advantages of easier up-scaling and
better safety. Polyethylenimine (PEI) is a cationic polymer that
is able to complex DNA and it is widely used for DNA
transfection in vitro.2−5 PEI constitutes a high concentration of
positively charged amine groups (primary, secondary, tertiary)
which enable effective electrostatic binding and condensation of
negatively charged DNA.6 Similarly, poly(L-lysine) (PLL), a
polycation with primary amines only, has been used to
condense DNA into nanoparticles. However, in the presence
of a competing polyelectrolyte, such as heparin sulfate, a
glycosaminoglycan, PEI and PLL respond differently; PEI−
DNA complexes dissociate, whereas PLL−DNA complexes do
not dissociate as readily.7−9 These different responses to a
competing polyelectrolyte may in part explain the 100-fold
higher transfection efficacy for branched PEI compared to PLL
polyplexes as DNA must release from the polyplexes prior to its
transcription and translation.9,10

Linear and branched PEI have been used to construct
polyplex systems that have been applied in gene delivery and
transfection studies.2,5,11 Linear PEI (LPEI) is composed
almost exclusively of secondary amines while branched PEI
(BPEI) is composed of primary, secondary and tertiary amines
(Figure 1). The chemical structure of PLL constitutes primary

amines in the side chains which take part on binding DNA. At
the physiological pH range (5.0−7.4), primary amines are in
the protonated state, whereas the secondary and tertiary amines
are only partially ionized.12 Due to its secondary and tertiary
amines, PEI shows buffering capacity and polymer swelling at
the acidic pH of the endosomes.12 PLL does not have these
features that augment gene transfection at the cellular level.12

Although the differences in the chemical structures account for
the transfection efficiency and toxicity, differences in structure−
activity relationship are not well understood.5 Elucidating these
structure−activity relationships is critical for controlling the
functionality of novel biomaterials to be used for gene therapy.
Recently, we compared the DNA-complexation behavior of

various PEI species (small, linear, and branched). Using time-
resolved fluorescence spectroscopy, the binding constants for
polyplex formation were determined using an independent
binding model.13 The independent binding model, in contrast
to the cooperative binding model, does not take into account
the simultaneous or subsequent binding of other amine ligands
at unoccupied phosphate sites on DNA. Based on this analysis,
we found that for both linear and branched PEI the
complexation process was biphasic, suggesting the mechanism
of polyplex formation varies as a function of amine
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concentration. In the present study, we continue investigate the
mechanism of polyplex formation by comparing the DNA-
complexation behavior of branched and linear PEI and PLL at
two different pH values in the pH range of endocytic vesicles.
The binding equilibrium was analyzed using the independent13

and cooperative14 binding models.

■ EXPERIMENTAL METHODS
Materials. The plasmid pCMVβ (7164 bp) encoding for the

beta-galactosidase enzyme as a reporter gene was purified using
a QIAfilter Plasmid Giga Kit (QIAGEN) according to the
manufacturer’s instructions. Branched polyethylenimine (BPEI;
Figure 1) with a mean weight-average molecular weight of
25 kDa was purchased from Sigma-Aldrich, titrated to pH 7,
and used as a 1 mg/mL aqueous solution.

Linear polyethylenimine (LPEI; Figure 1), ExGen 500, with a
mean molecular weight of 22 kDa was obtained from
Fermentas. Poly(L-lysine) (PLL; Figure 1), with a mean
molecular weight of 200 kDa (Sigma-Aldrich), was chosen for
this study, since at physiological levels of salt the polyplexes
formed with 20 kDa PLL are less soluble due to
aggregation.11,15 For PLL, the backbone amines are part of
the peptide bonds. Thus, only the side chain amines bind DNA
and only they were taken into account when calculating the
N/P ratios (the molar ratio of polymer nitrogen to DNA
phosphate). Thus, for PLL only primary, for LPEI only
secondary, and for BPEI all primary, secondary, and tertiary
amines are participating to the formation of nanoparticles.
Ethidium bromide (ETI) used as a fluorescent probe was
purchased from Sigma-Aldrich.
Sample Preparation. All solutions were prepared in a

buffer containing 50 mM MES, 50 mM HEPES, and 75 mM
NaCl (adjusted to a pH of 5.2 and 7.4 using 5 M NaOH). The
final nucleotide concentration of DNA used was 300 μM; the
molar ETI/nucleotide ratio was 1:15. The polyplexes were
prepared by a stepwise method: Independent of the final N/P
ratio between the cationic polymer and DNA, an initial solution
with N/P ratio 0.2 was prepared by vigorous mixing of equal
volumes of ETI−DNA solution and cationic polymer solution.
The complexation was followed by measuring the fluorescence
spectrum of this initial solution. After the measurement, the
next N/P ratio was adjusted by addition of the appropriate

amount of polymer solution. The measured N/P range was
from 0.2 to 8 in each polymer at pH 5.2 and at pH 7.4.

Fluorescence Measurements. The time-resolved fluo-
rescence was measured by a time-correlated single photon
counting (TCSPC) system as described earlier.13 The decays
were collected using a constant accumulation time with
wavelengths of 560−670 nm with steps of 10 nm. The
instrumental response function was measured separately, and
the fluorescence decays were deconvoluted and analyzed by
iterative least-squares method by simultaneously fitting to the
sum of exponents in the equation
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where τi is the global lifetime and ai(λ) is the local amplitude
(pre-exponential factor) at a particular wavelength. The quality
of the fit was judged in terms of the weighted mean-square
deviation χ2 for the individual curves and for the global fit (for
acceptable fit χ2 < 1.1) and by visual inspection of the weighted
residuals and their autocorrelation function. The amplitudes
ai(λ) represent the decay associated spectra (DAS). In the case
of a mixture of multiple noninteracting fluorescing species, the
DAS corresponds to the individual spectra of the species. The
local amplitudes (ai(λ)) were corrected depending on the
sensitivity of the detector at different wavelengths and the
corrected spectral areas were calculated as Ai = ∫ αi(λ) dλ . The
relative quantum yield of ETI free in the solution versus ETI
bound by the DNA, ϕrel, was determined from steady state
absorption (UV−vis spectrophotometer Shimadzu UV-3600)
and fluorescence (Fluorolog Yobin Yvon-SPEX λexc = 483 nm)
measurements according to
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In eq 2, ϕETI is the quantum yield of free ETI, ϕED is the
quantum yield of ETI−DNA complex, Ii is area of the
fluorescence spectra with excitation wavelength of 483 nm, and
Ai is the absorbance at wavelength of 483 nm. The ϕrel values of
0.130 and 0.136 were obtained at pH 5.2 and 7.4, respectively.
The quantum yield corrected spectral area of the short-living
component can be calculated as A1,QY = A1/ϕrel. The
proportion of the short-living decay component, B, correspond-
ing to ETI free in the solution, was calculated from the spectral
areas of the components as follows:

=
+
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where A2 is the spectral area of the long-living component
(ETI:DNA complex).
We used ETI as a fluorescent probe for monitoring the

equilibrium between DNA and the polymers (P). We chose the
amount of ETI in the system so that in the beginning all ETI is
intercalated in the DNA. When the polyplex is formed ETI is
freed to the bulk solution:

+ ⇌ +ETI:DNA P P:DNA ETI (4)

Simultaneously the fluorescence lifetime of ETI decreases from
24 ns for ETI−DNA complex to 1.8 ns for free ETI. Thus, in
the presence of polymer, a two-exponential decay curve is
observed. As the relative amount of free ETI in the solution, B
(eq 3), is directly proportional to the amount of formed
polyplexes, the formation of polyplexes can be monitored by
plotting B as a function of N/P ratio.

Figure 1. Molecular structures of BPEI, LPEI, and PLL.
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Binding Constants: Independent Binding Model. In
the independent binding model reported in our previous
studies,13,16,17 binding of a ligand (polymer carrier) to a site on
a macromolecule (DNA) has no impact on simultaneous or
subsequent binding to other unoccupied sites and the reaction
can be written as

+ ⇌P DNA P:DNA (5)

Thus, the proportion of DNA bound by the polymer, B, can be
correlated to the binding constant of the polyplex formation, KI,
by
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From the fluorescence measurements, we get B = A1,QY/(A1,QY
+ A2). Combining this with eq 6 and taking reciprocal of the
resulting equation, we obtain:

=
A
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where KI is the independent binding constant of the overall
equilibrium and [P] is the concentration of the polymer amine
groups (mol N-groups dm−3). In eqs 6 and 7, [P] should be the
free N-group concentration, but in our analysis it was
approximated by the total N-group concentration. According
to eq 7, plotting the ratio A2/A2,QY as a function of the inverse
polymer concentration, we should obtain a linear dependence
with the binding constant equal to the inverse of the slope.
Binding Constants: Cooperative Binding Model. In

cooperative binding the binding of a ligand to a site on a target
molecule can influence the binding of other ligands to other
unoccupied sites on the same target. For positive cooperativity
the binding of first ligand makes it easier for the next one to be
bound. In a plot of B as a function of free ligand concentration
a characteristic sigmoidal shape is observed.18 The Hill plot
model for multivalent ligand binding to multisubunit
substrate19−22 was used to estimate the cooperativity of our
systems through eq 8 (derivation presented in the Supporting
Information).
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where (KCO)
α is the overall cooperative binding constant for

the reaction DNA + NP ⇌ DNA:PN, KCO is the average
cooperative binding constant for the binding of one functional
amine group according to the reaction DNA:Px−1 + P ⇌
DNA:Px (x = 1, 2, ..., N), and α is the experimental Hill’s
coefficient. The values for the calculated curve of cooperative
binding in Figures 6 and Supporting Information Figure S4
were obtained from

=
+

α α

α αB
K

K
[P] ( )

1 [P] ( )
CO

CO (9)

Particle Size. Samples for the polyplex size measurements
were prepared at both pHs with N/P ratios ranging from 0.4 to
8. The mean hydrodynamic diameters were measured by

dynamic light scattering technique (Malvern Zetasizer Auto
Plate Sampler, APS; medium refractive index of water = 1.33
and scattering angle of 90°) in triplicate from two different
samples. Thus, each N/P-ratio was measured six times. The
ages of the samples at different N/P-ratios differed from each
other at the time of measuring. From the initial time of forming
the first N/P polyplex formulation, the 0.4, 0.6, 1, 2, 4, and 8
N/P formulations were measured at 1.25, 2.5, 3.5, 4.75, 6.25,
and 7.75 h, respectively.

Transfection. CHO cells (Chinese hamster ovary cell line)
and CV1-P cells (monkey kidney fibroblasts) were grown in
DMEM supplemented with 10% heat-inactivated fetal bovine
serum, 2 mM L-glutamine, and antibiotics. ARPE-19 cells
(human retinal pigment epithelial cell line) were cultured in
DMEM/F-12 supplemented with 10% heat-inactivated fetal
bovine serum, 2 mM L-glutamine, and antibiotics. Cells were
maintained at 37 °C in a humidified atmosphere containing 7%
CO2 (CHO and ARPE-19) or 5% CO2 (CV1-P) and
subcultured twice a week. All cell culture media and reagents
were purchased from Invitrogen.
Polyplexes were prepared in 50 mM MES-HEPES buffer (pH

7.2) by adding polymer solution to DNA solution (in equal
volumes) at an N/P ratio of 8 (PEIs) and 4 (PLL). The
complexes were allowed to incubate for 20 min at room
temperature. DNA concentration in the resulting solution was
20 μg/mL of complex.
CHO (48 000 cells/well), CV1−P (32 000 cells/well), and

ARPE-19 (50 00 cells/well) cells were seeded into 48-well
plates 24 h prior to experiment to reach 80% confluency on the
day of transfection. Immediately before transfection, cell culture
medium was replaced with fresh DMEM without serum and
50 μL of polyplex solutions (corresponding to 1 μg DNA/well)
was added dropwise per well. After 5 h incubation, polyplexes
were aspirated, cells were washed twice with PBS and incubated
in cell culture media for an additional 43 h at 37 °C in a 7%
CO2 humidified air atmosphere. Thereafter, cells were washed
twice with PBS and lysed with 150 μL of lysis buffer (250 mM
Tris-HCl buffer (pH 8.0), 0.1% Triton X-100) overnight at
−70 °C. The β-galactosidase activity was determined by ONPG
assay as described previously7 and normalized to the protein
content of each sample using a Bio-Rad protein assay kit (Bio-
Rad) according to the manufacturer’s microtiter plate protocol.

■ RESULTS
Formation of Polymer−DNA Polyplexes. Formation of

polyplex can be monitored by plotting B as a function of N/P
ratio. These plots are presented in Figure 2 for all polymers in
both pHs. In all cases, B reaches close to 100% values at N/P =
2. This indicates that nearly all ETI is free in the solution (eq
3). The behavior of all polymers at a given pH is similar, but the
pH has a clear effect. The sigmoidal shape of the curves
observed at pH 5.2 is absent at pH 7.4.
The results of the particle size measurements are shown in

Figure 3. At low N/P ratios, the particle sizes were 300−
400 nm at pH 5.2 and 400−500 nm at pH 7.4. At N/P = 2, the
particle size increases to values over 2000 nm with a
simultaneous increase in the polydispersity index (PDI) of
the sample reflecting a wider particle size distribution. At higher
N/P ratios, the particle sizes of BPEI and PLL decrease again to
values lower than 300 nm and PDI decreases to values < 0.2,
indicating a fairly narrow size distribution. For LPEI, some
decrease is observed at pH 5.2, but at pH 7.4 no decrease in
particle size or PDI takes place up to N/P = 8. During the
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particle size measurements, the ages of the samples increased
with increasing N/P ratio (see Experimental Methods). The
particle sizes of LPEI and BPEI polyplexes have been observed
to grow as a function of time in salt containing buffers.23−27

Without salt in the buffer, the particle sizes are smaller and their
sizes remain constant over time.23,27 The particle sizes obtained
in the present study are in agreement with these studies. The
large particle sizes measured at N/P = 2 coincide with a visual
change in the samples: at this N/P ratio, large particles can be
seen by the naked eye. This effect was stronger at pH 7.4 than
at pH 5.2. Similar effect has been observed for 50−60 kDa PEI
by light scattering measurements.28 According to the zeta
potential measurements,12,25,29 the appearance of very large
particle sizes coincides with the change from negative to
positive potential and takes place close to N/P ratio 2. Thus,
the large particle sizes are probably due to aggregation of the
nanoparticles when they are at nearly charge neutral state. The
same phenomenon has been seen with cationic liposome−
DNA complexes.30 The particle sizes for all polymers are higher
at pH 7.4 than at pH 5.2 which is likely due to the more
positively charged environment at pH 5.2.
The differences between the polymers are also observed in

the changes of the fluorescence lifetimes with increasing N/P
ratio (Supporting Information Figure S1). For PLL at both pHs
the changes in the fluorescence lifetimes are relatively small for
both components and take place only at N/P < 2 (Figure S1a
and b). For PEIs at N/P < 2, where the polyplexes still have
some negative charges, the lifetime of the short-living
component corresponding to free ETI varies from 0.6 to
1.9 ns (Figure S1c and e) and the lifetime of the long-living
component corresponding to ETI−DNA complex decreases
from 24 to 18.5 ns (Figure S1d and f). The fluorescence
lifetime of ETI decreases in the presence of positive charges.31

Thus, it is possible that at low N/P ratios, when the polyplex is
still negatively charged, the ETI freed in the solution during
polyplex formation does not all escape to the bulk solution, but
part of it stays close to DNA. At N/P ≥ 2, the polyplexes are

Figure 2. Proportion of the short-living component (B) versus N/P
ratio at pH 5.2 and 7.4 for BPEI (a), LPEI (b), and PLL (c).

Figure 3. Mean hydrodynamic diameters and PDI values at different N/P ratios for BPEI (a, d), LPEI (b, e), and PLL (c, f) at pH 5.2 and 7.4. The
upper limit of the device for the hydrodynamic diameter is 2000 nm, and thus, values higer than this are not shown in the figures. The errors in BPEI
and PLL particles sizes were 1−7% for PDI < 0.6 and 21−47% for PDI > 0.6. For LPEI large errors were obtained between N/P 1 and 4 at pH 5.2
and N/P 2 and 8 at pH 7.4.
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positively charged, ETI escapes to the bulk solution, and its
lifetime is equal to that of free ETI in the absence of DNA. The
changes in the fluorescence lifetimes observed for PEIs are
smaller at pH 5.2 than at pH 7.4. Since the environment at pH
5.2 is positively charged, the addition of cationic polymers does
not change the lifetimes as much as at pH 7.4.
According to the present studies, the largest particle sizes,

coinciding with the change from negatively charged polyplexes
to positively charged polyplexes, are observed at N/P = 2
(Figure 3). According to the fluorescence measurements, at this
point all ETI has been freed into the solution (Figure 2) and
reaction 4 has gone to completion. At higher N/P ratios, excess
polymer is bound to the polyplex, causing the size of the
polyplex to decrease again.12,25,27,32−36

Independent Binding Model. In Figure 4, the ratio A2/
A1,QY (eq 7) is plotted as a function of the inverse amine

concentration for LPEI. At low polymer concentrations
corresponding to N/P ratios from 0.2 to 2, A2/A1,QY decreases
linearly with increasing concentration. At higher concentra-
tions, that is, N/P ≥ 2, A2/A1,QY stays nearly constant with
increasing concentration. This behavior corresponds to that
observed in Figure 2: at low concentrations, the polyplex
formation is observed, and at higher N/Ps the reaction (eq 4)
has reached completion. At pH 5.2, the slope at low N/P ratios
is clearly greater than at pH 7.4. Similar behavior is observed
also for the BPEI and PLL (Supporting Information Figure S2).
The binding constants KI calculated from the slopes at N/P ≤ 2
are listed in Table 1. For all polymers, the binding constants
using the independent binding model are smaller at pH 5.2
than at pH 7.4. For PEIs, the binding constants are nearly equal

at each pH, but 1.3−2.0 times larger binding constants are
observed for PLL.

Cooperative Binding Model. For the present systems, the
Hill plot (eq 8) did not appear as single straight line but a
composite of two (at pH 5.2) or three (at pH 7.4) lines with
different slopes (Figure 5 and Supporting Information Figure

S3). For pH 7.4 at low polymer concentrations (N/P ≤ 0.6),
the α-values were 0.76−1.01, that is, close to 1 (Table 1). This
implies that interaction between the polymers and DNA
represents independent binding without cooperativity or, in the
case of LPEI, slightly negative cooperativity. For pH 5.2, this
was not the case and positive cooperativity was observed (α =
2.63−3.78). At very high polymer concentrations (N/P ≥ 2),
the bound fraction reaches a maximum and additional binding
does not take place.
The α-values obtained at intermediate N/Ps for pH 7.4 and

at N/P ≤ 2 for pH 5.2 (Table 1) indicate positive cooperativity
of binding. The degree of cooperativity is higher at pH 5.2 for
all polymers. Also, the overall cooperative binding constant

Figure 4. Ratio A2/A1,QY as a function of the inverse polymer
concentration for LPEI at pHs 5.2 and 7.4.

Table 1. Independent Binding Constants per amine (KI), Hill’s cooperativity coefficients (α), overall cooperative binding
constant (KCO)

α and average cooperative binding constants per amine KCO for PEIs and PLL at pH 5.2 and 7.4

independent model cooperative model

polymer pH KI (M
−1) N/P range α (KCO)

α KCO (M−1)

BPEI 5.2 (9.5 ± 3.2) × 102 0.4−2.0 3.78 (1.0 ± 0.1) × 1014 (5.1 ± 0.1) × 103

7.4 (7.3 ± 0.4) × 103 0.6−2.0 2.31 (5.4 ± 0.6) × 108 (6.1 ± 0.2) × 103

0.2−0.6 0.97 (5.7 ± 0.2) × 103 (7.7 ± 0.2) × 103

LPEI 5.2 (1.4 ± 0.2) × 103 0.4−2.0 3.16 (3.0 ± 0.3) × 1011 (4.3 ± 0.2) × 103

7.4 (7.1 ± 1.2) × 103 0.6−2.0 2.32 (4.8 ± 0.5) × 108 (5.5 ± 0.2) × 103

0.2−0.6 0.76 (7.5 ± 2.4) × 102 (6.3 ± 1.4) × 103

PLL 5.2 (1.9 ± 0.7) × 103 0.4−2.0 2.63 (6.8 ± 0.7) × 109 (5.5 ± 0.2) × 103

7.4 (9.4 ± 0.5) × 103 0.6−2.0 2.06 (9.7 ± 0.4) × 107 (7.4 ± 1.5) × 103

0.2−0.6 1.01 (1.1 ± 0.1) × 104 (1.01 ± 0.09) × 104

Figure 5. Hill plots (eq 8) for LPEI at pH 7.4 (a) and at pH 5.2 (b).
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(KCO)
α increases with decreasing pH (Table 1). For PEIs, the

amount of protonated amine groups increases as the pH
decreases, and thus, both the degree of cooperativity and the
overall binding constant correlate with the amount of active
amine groups present in the system. For PLL, all the active
amine groups are protonated at the pH range studied and the
effect of pH is smaller than that for PEIs. However, both α and
(KCO)

α increase with decreasing pH also for PLL. This could be
due to increased activity of the amine groups at lower pH.
The independent and cooperative binding models are

compared in Figure 6 where the curves calculated from the

parameters listed in Table 1 and the corresponding eqs 6 and 9
are shown together with the measured points for LPEI at both

pHs. At pH 5.2, the cooperative model fits better to the
measured points. At pH 7.4, the measured points follow the
independent model up to N/P ≈ 0.6. Thus, at these N/P ratios,
the B values are higher than those for pH 5.2. This gives an
impression that the formation of the nanoparticles at low N/Ps
would be more efficient at pH 7.4, although the real reason for
the higher B values is the difference in the mechanism of
polyplex formation. At higher N/Ps, the cooperative model
gives more accurate results also for pH 7.4. Thus, it seems that
pH has a clear influence on the mechanism of polyplex
formation. The same behavior is observed also for BPEI and
PLL (Supporting Information Figure S4).
With the independent binding model at pH 5.2, very small KI

values are obtained. Since at this pH the system follows
cooperative binding model, these values are not relevant. For
pH 7.4, the values from independent model are nearly equal to
those obtained with the cooperative model at low N/Ps were
the cooperativity degree indicates independent binding.
The transfection experiments are done at high N/Ps (N/P =

8 for PEIs and N/P = 4 for PLL). At intermediate N/P ratios
(0.6−2.0), PEIs have both high overall cooperative binding
constants (Supporting Information Figure S5) and transfection
efficiencies compared with those of PLL. According to our data,
22 kDa LPEI is not quite as effective as 25 kDa BPEI to form
nanoparticles with DNA, but the transfection experiments have
proved that at these conditions and with these cell lines the
most effective carrier is 22 kDa LPEI (Figure S5b). The binding
constants reflect only the formation of the polyplexes according
to reaction 4, which has gone to completion at N/P = 2. At
higher N/Ps, extra polymer is bound to the nearly neutral core
polyplexes. LPEI and BPEI are both functioning DNA carriers,
but only LPEI still forms large agglomerates at N/P = 8 in salt
containing buffers which seem to be important for in vitro and
in vivo transfection.23,37

■ DISCUSSION

Very few binding constants for PEI and PLL polyplex formation
have been reported in the literature.25,28,29,38−40 The reported
values have been mainly obtained by isothermal titration
calorimeter (ITC) measurements. However, the heat exchange
during ligand binding is often small and it cannot be separated

Figure 6. Proportion of DNA bound by the polymer, B, as a function
of polymer amine group concentration for LPEI at pH 7.4 (a) and at
pH 5.2 (b). (●) Measured points, calculated by (solid line)
independent binding model and (dashed line) cooperative binding
model.

Table 2. Independent Binding Constants Per Molecule KI′ from the Present Study and Literature for BPEI and PLL

polymer binding constant (M−1) solution pH method ref

BPEI 25 kDa 4.3 × 106 50 mM Mes, 50 mM Hepes, 75 mM NaCl 7.4 TCSPC with ETI, independent method present study
5.5 × 105 5.2

BPEI 50−60 kDa 1.2 × 105 Tris-HCl buffer, ionic strength 0.03 7 luminescence (with ETI) 28
BPEI 750 kDa (2.3 ± 1.8) × 106 5% glucose a ITC (25 °C) 25
BPEI 600 Da 2 × 105 0.1 mM NaCl 6 ITC, SSIS model 38
BPEI 600 Da 1.8 × 104 0.1 mM NaCl 7 ITC, SSIS model
BPEI 600 Da 1.0 × 104 0.1 mM NaCl 8 ITC, SSIS model
BPEI 600 Da 1 × 106 Mes or Hepes 7 ITC

1 × 105 H2O 7 ITC
BPEI 25 kDa (5.98 ± 1.79) × 106 20 mM phosphate buffer 7.4 ITC (25 °C) 39

PLL 200 kDa 1.5 × 107 50 mM Mes, 50 mM Hepes, 75 mM NaCl 7.4 TCSPC with ETI, independent method present study
3.0 × 106 5.2

PLLb 9.08 × 107 c 4.8 ITC 40
PLLb 1.97 × 105 d 6.8

aNot specified. bSize of PLL not reported. c10 mM sodium cacodylate-acetic acid, 200 mM sodium chloride, and 20 mM magnesium chloride. d10
mM sodium cacodylate-cacodylic acid, 200 mM sodium chloride, and 20 mM magnesium chloride.
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from the heat associated with conformational changes during
polyplex formation. For instance, Choosakoonkriang et al.29 did
not report binding constants for PEIs (2−750 kDa BPEIs and
25 kDa LPEI at pH range 6.0 − 9.0). Ikonen et al.25 did not
report a binding constant for 750 kDa PLL, although they did
obtain a value for 750 kDa BPEI. The values reported in the
literature correspond to the KI values obtained in the present
study, but they were reported per polymer molecule. The KI
values per N-group listed in Table 1 can be converted to the
binding constant per molecule, KI′, by multiplying with the
average number of amine groups per polymer molecule. In
Table 2, the binding constants obtained for BPEI and PLL in
the present study are compared with the values reported in the
literature. Taking into account the differences in molecular
weights of the polymers and properties of the solutions, the
values are in agreement.
Effect of pH. pH has a clear effect on the mechanism of

polyplex formation for all polymers. At pH 7.4, the independent
binding mechanism changes to a cooperative mechanism at
N/P ratios close to 0.6, whereas for pH 5.2 the mechanism is
cooperative for all N/P ratios. This change is also reflected in
the degree of cooperativity and the overall cooperative binding
constants which both are higher at pH 5.2 than at pH 7.4. Thus,
once one amine is bound to the DNA, it induces the
subsequent binding of other amine groups more efficiently at
pH 5.2 than at pH 7.4. The pKa values for PLL vary between 9
and 11.41−44 Thus, at pH ≪ 9, all the primary amine groups
taking part in the binding of DNA are positively charged and
changing the pH from 7.4 to 5.2 has only relatively small effect
on the α and(KCO)

α values. For LPEI, the pKa = 7.4−8.5.29,45
Thus, at pH 7.4, about 50% of the LPEI amine groups are
protonated and decreasing the pH to 5.2 increases the degree
of protonation. This is observed as a clear increase in (KCO)

α

values with decreasing pH. The average pKa for BPEI is equal
to that of LPEI, that is, 7.4−8.5.29,45,46 However, BPEI contains
primary (100% protonated at pH ≪ 9), secondary (50%
protonated at pH 7.4), and tertiary amine groups (pKa = 6−7,
less than 50% protonated at pH 7.4).33,47 Thus, the effect of pH
on (KCO)

α values is even larger than that for LPEI. The
opposite is observed for the average cooperative binding
constant per amine, KCO: the values are higher at pH 7.4 than at
pH 5.2. This is due to the lower cooperativity at pH 7.4 which
in turn is due to the smaller amount of other positive species at
pH 7.4 compared with pH 5.2. Thus, the competition from the
negative phosphate groups is lower at pH 7.4 compared with
pH 5.2.
Effect of Polymer. The α-values obtained for both PEIs are

nearly equal at both pHs and clearly higher than those obtained
for PLL. Also the (KCO)

α values were higher for PEIs than for
PLL at both pHs. This is likely due to the different molecular
structures of the polymers: for PEIs, there are only two carbon
atoms between the amines, whereas in PLL there are 12. Since
the active amine groups of PLL are at the ends of the flexible
side chains, the difference in the average distance between the
amine groups is actually not very large. However, the large
hydrocarbon skeleton of PLL can cause steric hindrance and
thus reduce the degree of cooperativity. At pH 7.4 the
differences in α and (KCO)

α values are much smaller, since the
higher degree of amine group protonation of PLL can partly
compensate the structural differences. On the other hand, the
KCO values are always somewhat (1.1−1.6 times) higher for
PLL than for PEIs (Table 1). Thus, the primary amine groups
of PLL seem to bind DNA more strongly than the secondary

amine groups of LPEI and the combined affinity between the
primary, secondary, and tertiary amine groups of BPEI. This is
in line with the observations indicating that the PEI−DNA
complexes are more easily disrupted than PLL−DNA
complexes in the presence of competing polyanions.7,8

Comparing the (KCO)
α values and transfection efficiencies

(Supporting Information Figure S5), there is a similarity in the
behavior of PLL. However, despite the lower overall binding
constant, PLL forms nanoparticles with DNA and these
nanoparticles do enter the cells.7,9 The low transfection
efficiency of PLL is a sum of many factors. One factor is the
high pKa values for PLL causing all its amine groups to be
totally protonated at the pH of the transfection studies. Thus,
PLL has little buffering capacity and has a minor effect on the
pH of its environment. The amine groups of PEIs are not fully
protonated at pH 7.4 and can buffer the pH of their
environment to some extent, causing the proton sponge
effect.33,45,47−50 Also the average binding constant per amine
group is higher for PLL than PEIs. This can make the release of
DNA from the PLL-polyplexes more difficult than from PEI-
polyplexes. It has been shown that the extracellular and cellular
glycosoaminoglycans (GAGs) do not affect the release of DNA
from PLL-carrier but they do affect the release of DNA from
the BPEI-carrier.7,9 The (KCO)

α values of 25 kDa BPEI are
somewhat larger (1.1−333 times) than those of 22 kDa LPEI.
However, the transfection efficiency of 22 kDa LPEI is higher
than that of 25 kDa BPEI. The (KCO)

α values describe only the
formation of the nanoparticle core, that is, until all the
phosphate groups of the DNA are bound at about N/P = 2.
After this, excess polymer binds to the nanoparticle core
forming a protective shell around it.33 This excess polymer has
been shown to be a crucial factor in getting DNA to its
destination, into the nucleus of the cell.13,36,51

■ CONCLUSIONS

Our studies explore the complexation of DNA with
polyethylenimine and poly(L-lysine) by a spectroscopic
method. Applying the cooperative binding model for multi-
valent ligand binding to multisubunit substrate showed that at
pH 7.4 the mechanism of polyplex formation changes from
independent binding to cooperative binding at N/P close to
0.6, whereas at pH 5.2 the polyplex formation is cooperative at
all N/P values. The overall cooperative binding constants were
higher at pH 5.2 than at 7.4, reflecting the higher degree of
amine group protonation at lower pH. Thus, especially for
polymer containing secondary and tertiary amine groups, it can
be beneficial to prepare the nanoparticles at lower pH although
the transfection is performed at biological pH. Both the amine
density and overall cooperative binding constants are higher for
PEIs than for PLL. However, the average binding constants per
amine group were higher for PLL which contains only primary
amine groups. For the present polymers, formation of the
polyplex core is complete at approximately N/P = 2, at which
point nearly all DNA phosphate groups are bound by polymer
amine groups and all ETI has been freed to the solution. Thus,
with the present fluorescence measurements, we cannot
observe what happens to the polyplex at higher N/Ps using
this TCSPC spectroscopic method. More studies involving
fluorescently labeled polymers are needed to unravel this.
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(9) Man̈nistö, M.; Reinisalo, M.; Ruponen, M.; Honkakoski, P.;
Tammi, M.; Urtti, A. Polyplex-Mediated Gene Transfer and Cell
Cycle: Effect of Carrier on Cellular Uptake and Intracellular Kinetics,

and Significance of Glycosaminoglycans. J. Gene Med. 2007, 9, 479−
487.
(10) Matsumoto, Y.; Itaka, K.; Yamasoba, T.; Kataoka, K.
Intranuclear Fluorescence Resonance Energy Transfer Analysis of
Plasmid DNA Decondensation from Nonviral Gene Carriers. J. Gene
Med. 2009, 11, 615−623.
(11) Morille, M.; Passirani, C.; Vonarbourg, A.; Clavreul, A.; Benoit,
J.-P. Progress in Developing Cationic Vectors for Non-Viral Systemic
Gene Therapy Against Cancer. Biomaterials 2008, 29, 3477−3496.
(12) Tang, M. X.; Szoka, F. C. The Influence of Polymer Structure
on the Interactions of Cationic Polymers with DNA and Morphology
of the Resulting Complexes. Gene Ther. 1997, 4, 823−832.
(13) Ketola, T.-M.; Hanzlikova, M.; Urtti, A.; Lemmetyinen, H.;
Yliperttula, M.; Vuorimaa, E. Role of Polyplex Intermediate Species on
Gene Transfer Efficiency: Polyethylenimine−DNA Complexes and
Time-Resolved Fluorescence Spectroscopy. J. Phys. Chem. B 2011,
115, 1895−1902.
(14) Bishop, C.; Ketola, T.-M.; Tzeng, S. Y.; Sunshine, J. C.; Urtti, A.;
Lemmetyinen, H.; Vuorimaa-Laukkanen, E.; Yliperttula, M.; Green, J.
J. The Effect and Role of Carbon Atoms in Poly(β-amino ester)s for
DNA Binding and Gene Delivery. J. Am. Chem. Soc. 2013, 135, 6951−
6957..
(15) Ward, C. M.; Ward, M. L.; Seymour, L. W. Systemic Circulation
of Poly(L-lysine)/DNA Vectors is Influenced by Polycation Molecular
Weight and Type of DNA: Differential Circulation in Mice and Rats
and the Implications for Human Gene Therapy. Blood 2001, 97,
2221−2229.
(16) Vuorimaa, E.; Urtti, A.; Seppan̈en, R.; Lemmetyinen, H.;
Yliperttula, M. Time-Resolved Fluorescence Spectroscopy Reveals
Functional Differences of Cationic Polymer-DNA Complexes. J. Am.
Chem. Soc. 2008, 130, 11695−11700.
(17) Vuorimaa, E.; Ketola, T.-M.; Green, J. J.; Hanzlíkova,́ M.;
Lemmetyinen, H.; Langer, R.; Anderson, D. G.; Urtti, A.; Yliperttula,
M. Poly(β-amino ester)-DNA Complexes: Time-Resolved Fluores-
cence and Cellular Transfection Studies. J. Controlled Release 2011,
154, 171−176.
(18) Connors, K. A. Binding Constants: The Measurements of
Molecular Complex Stability; John Wiley & Sons: New York, 1987.
(19) Gelamo, E. L.; Tabak, M. Spectroscopic Studies on the
Interaction of Bovine (BSA) and Human (HSA) Serum Albumins with
Ionic Surfactants. Spectrochim. Acta, Part A 2000, 56, 2255−2271.
(20) Gelamo, E. L.; Silva, C. H. T. P.; Imasato, H.; Tabak, M.
Ineraction of Bovine (BSA) and Human (HSA) Serum Albumins with
Ionic Surfactants: Spectroscopy and Modeling. Biochim. Biophys. Acta
2002, 1594, 84−99.
(21) Nanduri, V.; Sorokulova, I. B.; Samoylov, A. M.; Simonian, A.
L.; Petrenko, V. A.; Vodyanoy, V. Phage as a Molecular Recognition
Element in Biosensors Immobilized by Physical Adsorption. Biosens.
Bioelectron. 2007, 22, 986−992.
(22) Michel, D. Cooperative Equilibrium Curves Generated by
Ordered Ligand Binding to Multi-Site Molecules. Biophys. Chem. 2007,
129, 284−288.
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